(D) Growth curves of control (mock) and GLTSCR1-KO HCT116 cells detected by CCK8 method.
(E) Colony-formation assays of control (mock) and GLTSCR1-KO HCT116 cells, the histograms on the right show the quantification analysis results.
(F) Luciferase signals in control (mock) and GLTSCR1-KO HCT116 cells.
Data are presented as the mean±SD; statistical significance was assessed by an unpaired t-test. *P<0.05, **P<0.01, ***P<0.001; n=3. (E) The TA-enriched motif was discovered by the MEME motif discovery online tool.
(F) Predicted GLTSCR1 binding site in the promoters of SLC2A1 and SLC2A3. Data are presented as the mean±SD; statistical significance was assessed by an unpaired t-test. *P<0.05, **P<0.01, ***P<0.001; n=3. 
